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Abstract: To investigate the molecular mechanism of Ginseng and Atractylodes macrocephala in the prevention and

treatment of diarrhea based on network pharmacology and molecular docking. The active ingredients and the related targets
of Ginseng and Atractylodes were searched and collected through TCMSP database, PubChem database and Swiss
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TargetPrediction. With the help of GeneCards database, OMIM database and DisGeNET database, we searched for disease
related targets with "Diarrhea” as the keyword, and the obtained targets of drug ingredients were intersected with the
disease targets to obtain the results. The predicted targets of Ginseng and Atractylodes for diarrhea were obtained by
intersection. Cytoscape 3.9.1 software was used to construct the "drug-active ingredient-target network™ diagram. Protein
interaction information was obtained by using String database, and the target network was further analyzed by CytoNCA
plug-in to screen the core targets. The core targets were enriched by KEGG pathway analysis using the microbiology
platform, and the results were based on the enrichment results. The KEGG enrichment analysis showed that the core targets
acted on PI3K-Akt signaling pathwa, Human T-cell leukemia virus 1 ntection, Kaposi sarcoma- associated herpesvirus
intection, Measles, Proteoglyeans in cancer, and 10 other pathways. Through the network pharmacology study, Ginseng and
Atractylodesan regulated diarrhea involving 127 targets and 10 pathways, indicating that Ginseng and Atractylodesan can

exert its effects on diarrhea prevention and treatment through multiple components, targets and pathways.
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